Takanori Yoshikawa, Mitsugu Eiguchi, Ken-Ichiro Hibara, Jun-Ichi Ito, and Yasuo Nagato Fig. S1 . Phylogenetic tree of CSLD proteins in rice (Os), maize (Zm), Arabidopsis (At), barley (Hv), sorghum (Sb), and purple false brome (Bradi). Nomenclature for proteins was due to Li et al. (2009) Hunter et al. (2011) for maize, Tair (http://www.arabidopsis.org) for Arabidopsis, NCBI (http:// www.ncbi.nlm.nih.gov) for purple false brome. As for barley and sorghum, amino acid sequences showing the highest similarity to CSLD proteins in each clade were searched using the protein blast in NCBI. Obtained sequences were analyzed with MEGA ver. 5.1 (available at http://megasoftware.net/, Tamura et al. 2011) to create the phylogenetic tree. The proteins in blue are associated with pollen tube elongation, those in green with root hair development, and those in red with plant growth. The scale bar indicates genetic distance based on branch length. The accession numbers of CSLDs are Os10g42750 (OsCSLD1), Os06g02180 (OsCSLD2), Os08g25710 (OsCSLD3), Os12g36890 (OsCSLD4), Os06g22980 (OsCSLD5), GRMZM2G015886 (ZmCSLD1), GRMZM2G052149 (ZmCSLD2), GRMZM2G061764 (ZmCSLD3), GRMZM2G044269 (ZmCSLD4), GRMZM2G436299 (ZmCSLD5), At2g33100 (AtCSLD1), At5g16910 (AtCSLD2), At3g03050 (AtCSLD3), At4g38190 (AtCSLD4), At1g02730 (AtCSLD5), At1g32180 (AtCSLD6), XP_003572134.1 (BradiCSLD1), XP_003557145.1 (BradiCSLD2), XP_003573792.1 (BradiCSLD3-1), XP_003573793.1 (BradiCSLD3-2), XP_003575482.1 (BradiCSLD4), XP_003568676.1 (BradiCSLD5). * AtCSLD6 is likely a pseudogene. Ten-day-old seedlings were used. The expression levels of histone H4 and CDKB2;1 were normalized by that of UBQ5, and the expression level of OsCSLD4 was normalized by that of eEF-1a. Vertical bars represent SE (n = 3). 
